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Rank listing of leading countries in bioinformatics and top 1% of highly cited papers. 
Bioinformatics h-index rank (blue), top 1% highly cited papers rank (orange)—lower is better.
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Fig 1. Growth of DNA sequencing.
The plot shows the growth of DNA sequencing both in 
the total number of human genomes sequenced (left

axis) as well as the worldwide annual sequencing
capacity (right axis: Tera-basepairs (Tbp), Peta-basepairs

(Pbp), Exa-basepairs (Ebp), Zetta-basepairs (Zbps)).

https://doi.org/10.1371/journal.pbio.1002195


The Global Bioinformatics Services Market is forecast to reach
USD 6.44 Billion by 2028.

https://www.reportsanddata.com/report-detail/bioinformatics-services-market
“Projecting to the year 2025, we compared genomics with
three other major generators of Big Data: astronomy, YouTube, 
and Twitter. Our estimates show that genomics is a “four-

headed beast”—it is either on par with or the most demanding
of the domains analyzed here in terms of data acquisition, 

storage, distribution, and analysis.”



http://www.a2idea.com/omics-analyses



https://doi.org/10.1007/978-1-0716-2257-5_25



Ômics: 
Genomes, transcriptomes, 

mRNAs, exomes, 

metagenomes

Human, animal and plant
health, biodiversity and

biotechnology

Computational analysis to perform:
• Assembly, annotation, and data 

analysis

• integrated analysis and
computational modeling



External user

Web Interface

Web services 

Work 
flows

Genome 

Exome

Metagenome

Medical, 
biological, 

ecological Data

Pipelines

Algorithms 
Santos Dumont

Storage

Databases

HPCDATA INTERFACE

Transcriptome
and mRNA

TOOLS



The data was collected through an online 
questionnaire containing 25 questions, 19 
closed-ended and six open-ended. The first

closed-ended question asks how long the
respondent is working in the area of genomics

and bioinformatics. If the participant selected the
option that states s/he is not working in the area, 
the questionnaire was then ended. 
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