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I was impacted 
by the FAPESP 
genome project 
way before I 
myself started 
working on 
genomes… 



  (my PhD thesis)

Many thanks to Luiz R. Nunes
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Protozoogenomics
● We study protozoans (and other organisms as well)

● We use high-throughput genomic methods 
(genomics, transcriptomics)

● And, of course, plenty of bioinformatics



  
From: Burki, F., 2014



  
From: Xhu, Q. et al., 2019



  

Phylum Euglenozoa

Subphylum Euglenoida Class Kinetoplastea Class Diplonemea

CDC



  

2005
The TriTryp



  

Kinetoplastea genomes
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привет!

E N D O S Y M B I O S I S

within together

life
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Origins



  

EC:1.1.1.3
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Heme synthesis
● For decades, the hemin test has been applied

✔ Need hemin: no endosymbiont present

✔ Don’t need it: endosymbiont present

● Kill the TPE, then a source of heme becomes essential to the 

trypanosomatid
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Davi S. Xavier

Immunoinformatics



  

From: Ridlon, J.M., Alves, 
J.M.P., Hylemon, P.B. & 
Bajaj, J.S. Gut. Microbes 
4(5):382, 2013
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